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The end product of this project is fully functional to the requirements
asked by the neurobiology lab and has surpassed their expectations. More
importantly, the software has already aided in the research conclusions of
an undergraduate researcher, Gabrielle Van Patten, as part of her Research
Honors program thesis. | expect that the tools provided by this project will
be useful in further confirming the lab’s receptor sensitivity hypothesis in
future publications.
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Professor Ron Harris-Warrick’s lab is investigating the cellular
consequences of spinal cord injury (SCI). As part of their research, they
have begun to analyze the SCl-induced changes in sensitivity to serotonin
(5-HT) by identifying the presence of serotonin receptors. The serotonin
receptors can be visualized in transverse image sections of a spinal cord
through the use of a confocal microscope. The images are spaced closely
together to create a three dimensional representation of a short segment
of the spinal cord.
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The resolution of the confocal microscope is limited by the diffraction of
light. When the fluoresced light is passed through the circular pinhole
aperture it diffracts in a pattern that is referred to as the Point Spread
Function (PSF).
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