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KEY ISSUES - The main task in this project is designing Python

modules which can be used to acquire relevant
information about data collected from mice. To achieve
this goal, several analysis methods are adopted. In the
last semester, there are several intermediate results and
L vwws wlh lws | remaining questions, and we have finished them 1n this
- vt tmenvatma - - semester, which we have more time than last fall
semester. Finally, we also create a user friendly GUI,
and we expect these function modules can be reused as
API 1n further electrophysiology research.
We would like to thank our advisors: Bruce R. Land,
Christiane Linster for their guidance, and Matthew C.
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Single cell & multiple cells:

Ratesl & 2: How many spikes each cell fired during
each trial and we also want to know the
frequency(number/time).

Rate3: Coefficient of variation Ra_tze 6:

Rate4: Interspike interval distribution

interspike interval distribution
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RateS: Phase of respiration
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Rate6: Coherence and co-variation between spike
trains and respiration.
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